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SUMMARY

The human microbiome, comprising trillions of bacteria, fungi, and viruses, profoundly
influences both our organism and the surrounding environment. Emerging research highlights the
symbiotic relationship between human and microbial organisms, suggesting their co-evolution into
superorganisms. Throughout life, the gut microbiome undergoes significant shifts, impacting immune,
nervous, and cardiovascular system homeostasis. Understanding these dynamics offers insights into
personalized medicine and therapeutic interventions targeting microbial dysbiosis.
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