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HEMOLYTIC-UREMIC SYNDROME AND
AMEBIC DYSENTERY IN GEORGIA
(CASE REPORT)

TSMU, DEPARTMENT OF INFECTIOUS DISEASES?,;
NATIONAL CENTER FOR DISEASE CONTROL AND PUBLIC
HEALTH?

The number of patients with HUS syndrome was signif-

icantly increased in 2009-2011. Comprehensive investiga-
tions of etiological structure of hemorrhagic colitis and cas-
es complicated by HUS (bacteriological, immunoferment —
ImmunoCard STAT and PCR methods) was performed. The
research is conducted in the Centers of Infectious Diseases
and National Center for Disease Control and Prevention
(NCDC). 25 cases of amebic dysentery were revealed in the
research process in summer 2012. The course of the dis-
eases was complicated by HUS in 2 cases. Both patients were
female, 65 and 36 years. One of them was at 14 weeks of
pregnancy. The pregnant patient required dyalisis and the
other - 65 old year female was under the observation of
nephrologists. There was no lethality. Amebic dysentery in
above represented cases was confirmed by stool antigen
test (EIA, sensitivity -100%, specifity-94,7%), but by bacte-
riological analyzes of stool specimens no enteropathogenic
bacteria was isolated, and no shiga —toxin(stx1,stx2) was
identified by PCR method. It should be noted that our ob-
servation is important in its significance as our patients
with HUS received purposeful investigations to reveal en-
terohemorrhagic E.coli. According to the literature data an
association between Amebic dysentery and HUS has been
mentioned, but a cause and effected relationship has never
been confirmed.
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ISOLATION OF EXTRAINTESTINAL
PATHOGENIC E.COLI FROM
POSTCHOLECYSTECTOMIC SAMPLES AND
THEIR ANTIMICROBIAL RESISTANCE
PROFILE IN GEORGIA

TSMU, DEPARTMENT OF INFECTIOUS DISEASES?,;
NATIONAL CENTER FOR DISEASE CONTROL AND PUBLIC
HEALTH?

Background: we have been studying infections caused
by E.coli in Georgia since 2009. Cases of STEC infection
and HUS were represented in our previous articles. In this
article we are discussing involvement of E.coli, especially
its high resistant strains, in the development of the gall-
bladder diseases. Extraintestinal location of E.coli can cause
a wide range of infections, ranging from urinary tract infec-
tions to severe blood poisoning. Notably, E.coli can be a
cause of urinary tract infections in 80-85% of cases [1].
Therefore E.coli has possibility to cause billiary tract infec-
tions. Among isolated enterobacteriaceae there are notice-
able increased rate of extraintestinal ESBL-producing E.coli.
ESBLs were first described in the mid-1980s and during the
1990s were mostly found in Klebsiella species, mostly in
hospitals and often in intensive care units treating the most
vulnerable patients [2]. Public Health England
(PHE) monitors trends in the numbers of bacteria producing
these enzymes. Until recently, the number of patients affect-
ed remained small and the problem showed little signs of
growing. However a new class of ESBL (called CTX-M en-
zymes) has emerged in worldwide and these have been widely
detected among E.coli bacteria. These ESBL-producing E.
coli manufacture an enzyme called extended-spectrum beta
lactamase (ESBL) and are able to resist penicillins and ceph-
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alosporins as well as a number of other classes of antibiotics
- making these infections much more challenging to treat
[3]. ESBL genes are located on plasmids that can be easily
transferred between and within bacterial species. Some ESBL
genes are mutant derivatives of established plasmid-mediat-
ed &-lactamases (e.g., blaTEM/SHV ). And others are mobi-
lized from environmental bacteria (e.g., blaCTX-M). Dur-
ing the 1990s, most reports on ESBL genes concerned
blaTEM/SHYV types, which were related to cross-infections
in hospitals. However, the recent global increase has been
caused mainly by blaCTX-M-type genes [4]. The epidemi-
ology of ESBL genes is changing rapidly and shows marked
geographic differences in distribution of genotypes of
blaCTX-M &-lactamases. In the United States, the most prev-
alent drug resistance gene in humans is currently blaCTX-
M-15, which is often associated with a widely distributed
variant of Escherichia coli O:25b, sequence type 131 (ST131)
[5]. Bacteria containing ESBL genes are currently a com-
mon cause of infections originating in community-dwelling
persons without a history of hospitalization, and these or-
ganisms can then be introduced into hospitals. It tends to be
undamaging in fit and healthy individuals, but it can make
those who are susceptible to infections, such as individuals
with compromised immune systems, very poorly.

Methods and Obijectives: To evaluate the rate of E.coli
in the development of the extraintestinal abdominal pathol-
ogy such as chronic calculous cholecystitis. Bacteriological
analysis of 130 postoperative tissue of the gallbladder were
carried out (isolation of pathogens on selective and differ-
ential media; identification of suspect isolates by biochem-
ical assays using the AP1-20E Identification System); study
of isolated strains antibiotic sensitivity by Double Disk meth-
od [6]. Analyse of ESBL strain genome by the MISEQ —
Illumina Platform. Processing of the results is currently con-
ducted. Laboratory investigations are provided in the Cen-
ter for Disease Control and Public Health (NCDC).

Results: In 2013 year we have studied 130 samples of
postoperative gallbladder. 114 patients were diagnosed with
the chronic calculous cholecystitis (88%) and 16 (12%) with
the gallbladder polyp. The age of patients was 30-55 years.
Women comparatively to men (68% vs 32%). 28 cultures
were isolated (22%), among them E.coli was isolated in 9
cases (32%) (from these 6 ESBL strains was found out)
Pseudomona aeruginosa.- in 4 cases (13 %)-  staphylococ-
cus aureus -5(18%) - enterococcus spp.-5 (18%) kleb-
siella terrigena in 2 cases (7 %) citrobacter-1 (4%).chromo
violaceum -1 (4%); chrysemona luteola-1(4%). Antibiotic
sensitivity of isolated strains revealed high resistance rate of
these strains. Antibioticogram of E.coli and ESBL —pro-
ducing E.coli was different. According to Antibiotic sensi-
tivity of isolated strains: ESBL-producing E.coli showed
high resistance rate to: Amoxicillin / Clavulanic acid., Cefa-
zolin, Cefepime, Ceftazidime, Ceftriaxone, Aztreonam.
Colistin (5 strains), Doxocyclin (2 strains). Strains revealed
resistance to Ciprofloxacin (2 strains) and Imipenem as well
(4 strains).

ESBL-strains were sensitive to the following antibiotics:
Doxocyclin (4 strains), Gentamicin, Amikacin, Minocycline,
Nitrofurantoin, Etapenem, Piperacillin-tazobactam, Colistin
(1 strain) Ciprofloxacin (4 strains), Meropenem (4 strains)
Imipenem (2strains), Fosfomycin (3 strains).

Isolated E.coli Strains which were not ESBL producing
Strains were resistant to the following antibiotics: Amikacin
(1 strain), Imipenem (3 strains), Amoxacillin cl.acid-(2
strains) Doxocyclin (1 strain), Colistin ( 2 strain).

There were sensitive to the following antibiotics: Sul-

fametoxazol/Trimetroprim, Ciprofloxacin, Colistin (1 strain),
Aztreonam, Ampicillin-sulbactam, Ceftazidime, Ceftriaxon,
Cefazoline, Doxocyclin (2 strain), Gentamycin, Minocycline,
Nitrofurantoin, Cefotaxime, Etapenem, Cefepime, Piperacil-
lin-Tazobactam. Amoxicillin cl.acid (1 strain) Most common-
ly ESBL strains were isolated in persons with the history of
premorbid background (chronic hepatitis C).

Conclusion: Thus, the bacteriological investigation of
postcholecystectomic samples of various pathology of the
gallbladder revealed priority of E.coli (32%)comparative-
ly to the other pathogens. It is significant that the existence
of ESBL-producing E.coli strains indicates to the circula-
tion of high resistance to E.coli in Georgia. Nowadays
microbial resistance is a growing public health issue, and a
strong concern for the medical community.
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